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Abstract

Transposable element has been proven to be a
useful tool as an insertional mutagen for the jsolation
of important plant genes. The aim of this project is to
understand the transposition mechanism of the
Activator-Dissociation system and to develop gene
tagging systems in heterologous plants. Previously,
the open reading frame coding for the transposase
gene of the maize transposable element dctivator

( Ac ) was expressed under the control of the
promoter of the  inducible gene  for
pathogenesis-related protein 1a ( PR-la ) . The
transposase activity could be induced in plants by a
varicty of chemicals, eg. salicylic acid, and
consequently triggers the transposition events.
Furthermore, several regulatory elements resided in
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PR-1a promoter have been fused with the transposase
gene. These constructs were introduced inoto
transgenic tobacco plants and a variety of transposase
activities were generated by treatment with salicylic
acid. We found that a 111-bp regulatory clement of
PR-1a promoter fusion, althouth triggers the least
transposase transcripts abundance among 5 constructs,
can trigger the highest transposition efficiency. In
this project, based on the results described above,
several “inducible” transposable elements will be
constructed and introduced into tobacco, tomato and
other higher plants. A transposon tagging system in
plants would be developed, in an attempt to induce
the transposition events simultancously in either calli
or floral cell lineages. As a result of this, a population
of the progeny is mutagenized with the inducible
transposon and the desired insertional mutants could
be screened.

Keywords: transposable element - inducible
promoter * PR-1a + gene tagging

- RHREH

Activator LT (Ac) B F4& 1947 534
Barbara McClintock £ £ 4 85 : B H Ac T
Ew i B R ETHEA Y (trans-activate )
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