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Abstract

Apolipoprotein B (apo B) is a
major component of chylomicron and
low density lipoprotein (LDL). Serum
levels of LDL and apo B are considered
as important risk factors for coronary
heart disease. In addition to mutations,
the human apo B gene also contains
variable number of tandem repeat
(VNTR) a 5 end of this gene. Alleles
differ in length by virtue of variable
numbers of 2-bp randomly repeated
sequence elements. The purpose of this
study was to relate VNTR with serum
lipid levels. Six aleles were found in
eighty-two normal subjects and patients
suffered from myocardia infarction. The
numbers of repeats observed were from
12 to 19 except 16 and 17 repeats. The
allele 14 was the most frequent (73.5%),
followed by alele 15 (20.3%) in normal
subjects. The genotype of VNTR14/14
was most common (46.9%). While
subject with allele 13 or 15 had higher
serum total cholesterol level (p = 0.005;
p = 0.039), person carried alele 14 had
lower total cholesterol level (p = 0.042).
Allele 15 was negatively and positively
correlated with serum triglyceride and
high density lipoprotein cholesterol
(HDL-C) concentration (p = 0.008; p =
0.02), respectively. The reason for lower
frequency of dlele 15 in myocardia
infarction patients (p = 0.005) probably



due to higher HDL-C with allele 15.
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(TG)n Percent p
Control Patient

12 0 1

13 31 4

14 735 83

15 20.3 5 0.005
18 31 5

19 0 2




VNTR Percent p
Control Patient
12/15 0 2
13/14 6.2 8
14/14 46.9 68 0.0475
14/15 40.6 8 0.0006
14/18 6.3 10
14/19 0 4
a
VNTR
12 13 14 15 18 19
T chol 0.047 0.308 -0.226 0.230 -0.176 -0.094

(0.679)  (0.005)

Triglyceride  0.120 0.012
(0.285) (0.915)

HDL-C 0055  -0.024
(0.627)  (0.832)

LDL-C 0077  -0.066
(0.497)  (0.559)

(0.042) (0.039) (0.117) (0.405)

0184 -0292 0016 0035
(0.100) (0.008)  (0.890) (0.755)

-0213 0258 0013 -0.001
(0.056) (0.020) (0.910) (0.991)

0087 -0083 0034 -0073
(0.440) (0.462) (0.765) (0.519)

a the number indicates correlation coefficient and the parenthesis indicates

significance level.
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