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Abstract

Streptococcus bovis is the causative agent of
5 to 14% of cases of endocarditis. An
association between fecal carriage of S bovis
endocarditis and carcinoma of the colon has
been appreciated for 2.5 decades. Importantly,
since the ealy 1980s, genetic and
biochemical diversity has been noted among
S Dbovis isolates. With the increasing
incidence of drug-resistant S bovis and the
association with carcinoma of the colon,
accurate identification becomes very
important. The heat shock protein (GroESL)
is ubiquitous and highly conserved among
bacteria. In our previous study, the full-length
sequence of Enterococcus faecalis and
several Sreptococcus species has been
cloned and sequenced (J Clin Microbiol,
2002). Degenerate PCR primers based on
conserved regions of the groES. operon were
used to amplify the groESL of other species.
In this project, the groESL sequences of
different biotypes of S bovis were
determined. Phylogenetic analysis of the
GroES or GroEL among species was
determined. Since the preliminary results
show that the groESL genes are aternative
marker in differentiating closely related



bacterial species. For application of different
biotypes of S bovis identification, the
specific PCR will be further devel oped.
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