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Abstract

Clinical isolates of S bovis are usualy
susceptible  to  penicillin.  However,
macrolides and related drugs have been
suggested as alternatives for treatment of
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streptococcal infections when the patient is
alergic to penicillin. We found an unusual
high prevalence of inducible erythromycin
resistance was found in S bovis isolates in
Taiwan. We previously found that 14 of 21
IMLS S bovis isolates carried erm(T)
erythromycin resistance genes by the
detection of PCR and sequencing (Teng et al.
AAC, 2001). Sequence analysis of amplified
fragment was shown to be very similar to
that of eemGT (ermT) from Lactobacillus
reuteri (98.5% identity of nucleotides). This
was the first report of the erm(T) class of
erythromycin resistant determinants found in
S. bovis. The high rate of inducible
erythromycin resistance among S bovis
isolates in Taiwan was not reported before.
Since the wupstream and downstream
sequences of S bovis erm(T) are dill
unknown, the objectives of the present study
were to clone and sequence the entire genetic
element of erythromycin  resistance
determinant in order to understand the
mechanism of inducible erythromycin
resistance in S bovis. We found that the
erm(T) genein NTUH-7421 was preceded by
a 60-nucleotide leader peptide sequence and
flanked by two 1S1216V-like elements with
the same polarity.
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