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Abstract
Two single-cross cultivars, including
TNG!  (PCAL210 x  Hi3l), and

TNG2(SW558 x Hi31), their inbred parents,
and F2 populations were used in this
gxperiment to study genetic mechanisms of
heterosis in maize through differential
display analysis. Gene expression patterns of
2,468 c¢cDNAs amplified by 38 pairs of

primers were investigated. Three cDNA
clones with cyloplasmic inheritance, 12 with
dominant , and 2 with overdominant patierns
were observed. About 46.5% of investigated
cDNAs were from one of the parents and
0.69% were potentially related to heterosis.
Difference in band signal (10~20%) was
found within inbred lines. Although GC12D
cDNA gave a completely dominant pattern in
F1, individuals of F2 population segregating
with partial to completely dominant
phenotypes were detected. No significant
correlation between the expression of cDNA
and investigated phenotypes of F2 was found
indicating that the phenotypes of cDNAs
were possible affected by environment
factors or the segregation might not follow
Mendelian law.

Keywords: Maize, Heterosis, Differential
display, Cytoplasmic effect
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