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Abstract

This project uses Agrobacterium
mediated transformation approach to
overexpress E. coli and rumina phytase
genes in rice plants. The gene constructs
are composed of aAmy7 or aAmy8
promoters , 3UTR of aAmy7, aAmy8,
or nopaline synthase genes, and
hygromycin phosphotransferase resistant
(Hyg") selection marker. Among 8
different constructions, we obtained
more than 400 Hyg® cali and 108
putative transformants. Northern blot
analysis reveaded that sucrose starvation
could induce phytase expression in
transformed rice cells. The enzyme
activity assays showed that sucrose-
starved cells could secrete large amounts
of phytase into culture medium.
According to literatures, sweet potato is
arecalcitrant species for transformation ,
therefor, we  designed  various
compositions of culture conditions to
overcome the barriers.
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