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Studies on the origin and genome structure of wild soybean species
collected in Taiwan (2/3)
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Abstract

Taiwan is the southernmost of the
distribution for annual wild soybean and
the northernmost of the distribution of
the perennial wild soybean. There are
many accessions of G. tomentella
species complex collected in Taiwan.
The accessions collected in Taitong are
different in phenotype with other
accessions collected in other collection
sites in Taiwan. They were described as
a new species, G. dolichocarpa, by
Tateishi and Ohashi at 1991 - and the
genome composition of this tetraploid
species is still unknown. For the genome
component of G. tomentella T2 isozyme
group, two research groups brought up
different conclusion using different
strategies, AADD was suggested by
Hymowitz’ team using artificial
synthesis polyploidy method,
nevertheless, DDD3;D3 was proposed by
Doyle’s group by Histone H3-D
sequence analysis. In this study, we
survey the seed variation by using SEM,



investigate seed protein profile by using
2-D electrophoresis, and identify the
genome relationship by making cross
between G. dolichocarpa and G.
tomentella T2 isozyme group. The result
of in gel hybridization experiment of
seed protein supports the DDD3D3
hypothesis.

Keywords: seed protein, Glycine
tomentella species complex, isozyme
group, G. dolichocarpa, SEM, in gel
hybridization
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