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Table 1. The possible peptide site of oxidative modification for DNPH-treated

LDL

Mass (m/z)

Fraction 5 512.9153; 537.0244; 551.9941; 552.9992; 568.9724;572.9630;

573.9607; 574.9831; 698.0545; 699.0513; 700.0531;709.0213;

714.9749; 728.9782; 731.0018; 746.9750; 867.0237; 887.0146;

1043.0096; 1053.1359; 1069.0407 and 1085.0219

Fraction 6 1374.9931

Fraction 7 529.0261; 551.0115; 572.9975 and 573.9963

Table2. Thepossible peptide site for oxidative modification of apo Bioo.

Mass (m/z) Position
726.3893 1636-1642
1045.6040 2626-2634
1139.5367 101-110
1632.8380 718-732
1833.9745 3508-3524




Figure 1la and 1b. HPLC of DNPH-treated LDL tryptic peptides separated by reverse
phase chromatography. 3a: LDL extracted from atheroma without DNPH. 3b: LDL
extracted from atheroma with DNPH.
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Figure 2. a mass spectra of LDL without DNPH treatment from fraction 5. b: mass
spectra of LDL with DNPH treatment from fraction 5. ¢: mass spectra of LDL without
DNPH treatment from fraction 6. d: mass spectra of LDL with DNPH treatment from
fraction 6. e mass spectra of LDL without DNPH treatment from fraction 7. f: mass
spectra of LDL with DNPH treatment from fraction 7.



Apo B-100

Figure 3. Apo B-100 in 4-20% gradient gel. Lane 1. marker, lane2: plasma LDL for
positive control, lane 3: LDL from atheromawith DNPH treatment, lane 4 and 5: LDL
extracted from atheroma without treatment. Each lane was |oaded 10ug protein.
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Figure 4a and 4b. 2a: mass spectra of apo B-100 without DNPH treatment. 2b: mass
spectra of apo B-100 with DNPH treatment.



