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Susceptibility of human to infections may be related to various genes. It is
known that tumor necrosis factor (TNF) is an important cytokine in the
inflammatory process, and it is aso related to the pathogenesis of sepsis syndrome.
There have been severa studies indicating the correlation between TNF gene and
various diseases. A polymorphism located 308 base pairs upstream from the
transcriptional start of the TNF-a gene has been identified that is the result of a
guanine (wild-type, TNF1) to adenine (TNF2) substitution. Although the
mechanism is unclear, the TNF2 allele appears to increase constitutive and inducible
levels of TNF-a, and has been associated with both increased susceptibility to, and
severity of, a number of infectious diseases, including sepsis and asthma. The
present study is aimed to delineate the association of TNF-a gene polymorphism
and sepsis, asthma, bronchiolitis, severe pneumonia.
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