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The effect of dietary docosahexaenoic acid on the expression of genes involved in lipid metabolism
in pigs
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Abstract
Dietary fatty acid composition can change
fatty acid profiles in several porcine tissues.
Hsu (2002) demonstrated 2% DHA oil in the
diet will significantly increased the DHA in
several porcine tissues. Such changes also
inhibited the expression of hepatic Sterol
Regulatory Element-Binding Protein-1
( SREBP-1 ) mRNA .
current project was to test the effect of dietary
high DHA and n-3 PUFA on FA composition
and gene expression in the liver. Dietary DHA
18 d

expression of gene related to FA oxidation. The
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& *7e14k F] suppression subtractive hybridization technique

was used to detect hepatic genes differentially
expressed in the DHA or tallow treated pigs.
A differential screening procedure confirmed
that there were 12 kmown genes and 3 novel
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acid glycoprotein, X-box binding protein

pseudogene 1, H19 gene and hypothetical
protein MGC56918. Taken together, dietary

DHA treatment may be used to produce high



DHA meat products and to regulate gene

expression.
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