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An epidemiological study of metabolic.gene polymorphism and
nasopharyngeal carcinoma
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—~ P XHE carcinoma (NPC). A case -control study of
Mt : foE% - AESMM - @®HK NPC was conducted in Taiwan from July
%M ~CYPIALI~GSTMI1~GSTT1~GSTP1 ~ 1991 to December 1994 to investigate the
NAT2 interaction of genotype polymorphism to the

PRAZEGRNBEAELELSHRZ risk of NPC. Totally 375 histologically
Ao tkBASE 20 8 30 4% F& H BA  confirmed incident NPC case (99% response
AFoss AR S - AABN L ibsE - £°8  rate) who were younger than 75 year old, had
A BN TR ZBEEBAFEMNFM > — 8 no prior diagnosis or treatment for NPC, and
BRHE X HRIRT LR - had resided in Taipei city/county for at least

ABEE LAE B H B F AR £BMEIE 6 months, were prospectively recruited from
BREMBARZ AR - EHFR¥ % National Taiwan University Hospital and
ZRBRB80F7AZKRM 83 412 A Mackay Memorial Hospital. Totally 325
LEEARREMBRIEN 375 4 (REFE  healthy community controls (88% response
99%) 4 % I 2E L 2 Mk 5 R 325 A (RE % rate) were selected by individual matching
88%) & b F#4(B] — S R Fd#bdm) ~ HF ~ for sex, age and residence. Risk factor
EAAMGERHZAHAEHE » AW EXIR  information was obtained through personal
BAHAA0RERBELBEUREEFE  interview with structured questionnaire. The
44 R JE#47 CYP1AL, GSTMI, T1, P1, study used the polymerase chain reaction
NAT2 2 KR % MR E - (PCR) and restriction fragment length

GO A BT EIHIAA  polymorphism (RFLP) to analyze the gene
W4 5T AE 30 2 & My B F 0 24 unconditional  types such as CYPIAI, GSTMI1, GSTTI,
logistic regression # /T4 X 4> #0% %38 GSTPI, NAT2. Using unconditional logistic
S W EE MR~ 8 ~ M F 4 regression to clarify the relationship between
BRI KE F $ ik 0 4 R4 3 GSTMI ~  various risk factors, genetic susceptibility
GSTTI ~ GSTPI1 o NAT2 ¢4 X B %M and NPC and elucidate their interaction.

SRBHE LA LML £EEAAR - After adjusting age, sex, ethnicity, education

HAiE—F 5 % AL EB % FiaE level, and duration of smoking, no
(anti-EBV antibadies) + K3 & & F 8¢ association were observed for genetic
(formaldehyde) sy 5 ¥ & & & 35 5 8% polymorphisms of CYPIAl, GSTMI,

(nitrosamine) &g £k R ER L 0 B 547 > 124  GSTT1, GSTP1 and NAT2. We further
R RBATERE AR EFRYERG S stratified by  anti-EBV  antibodies,
A A AR - occupational exposure to wood dust and
formaldehyde, and dietary nitrosamine intake;

Z - BN E but there remained no significant association
Keywords : NPC - genetic polymorphisms ~  between NPC risk and metabolic gene
individual susceptibility ~ CYPI1A1 - polymorphisms.
GSTM1 ~ GSTTI! ~ GSTP1 ~ NAT2

The specific aim of this study is to
explore the risk factor of nasopharyngeal
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Table 1. ORs of developing NPC for genetic polymorphisms of CYP1Al, GSTM1, GSTT],
GSTPI, and NAT?2 after adjustment for age, sex, ethnicity, education level and duration of

cigarette smoking

Genetic Cases Controls
Polymorphisms No. (%) No. (%) OR ©3%CD
CYPI1Al

ml/ml 74 (43.0) 83 (38.1) 1.0

ml/m2 75 (43.6) 96 (44.0) 1.2 (0.7- 1.8)

m2/ m2 23 (13.4) 39 (17.9) 1.4 (0.8- 2.6)
GSTM1

Non-null 141 (44.9) 168 (49.9) 1.0

Null 173 (55.1) 169 (50.1) 0.8 (0.6- 1.1)
GSTT1

Non-null 156 (49.4) 162 (48.2) 1.0

Null 160 (50.6) 174 (51.8) 1.0 (0.8-1.4)
GSTP1

la/la 183 (69.3) 232 (71.8) 1.0

la/lb 75 (28.4) 86 (26.6) 1.0 (0.6- 1.4)

1b/1b 6(2.3) 5(1.6) 0.7 (0.2- 2.3)
NAT2

Slow 39 (14.0) 54 (16.6) 1.0

Fast 240 (86.0) 271 (83.4) 0.8 (0.5-1.2)




