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Abstract

This study was based on the Spodoptera
litura nucleopolyhedrovirus (SpltNPV) to
clone the gene which could increase
pathogenicity to the larva of S litura

88/8/1-89/7/31

Furthermore, the gene related to the host
range was incorporated to Autographa
californica nucleopolyhedrovirus (AcCMNPV)
by means of genetic engineering to generate
recombinant virus. The recombinant virus
was used to feed S litura larvae for
determining its the pathogenicity. First of all,
the genomic library of SpltNPV was
established by digesting DNA of SpltNPV
with severa restriction enzymes such as
EcoRl. DNA fragments from established
genomic library were cloned to the transfer
vector pFastBacHTa of ACMNPV. Thirteen
clones of recombinant transfer vector
contained different EcoRl fragments of
SpltNPV  were obtained. These transfer
vectors were used to generate recombinant
ACMNPV by using Bac-to-Bac expression
vector system. There were eight different
recombinant viruses obtained. The pre-
occluded form virus was used to bioassay 1%
instar of S. /itura Results reveded that
pathogenicity of 8 recombinant viruses were
less than 30%, and there were no significant
difference between recombinant viruses and
wild type ACMNPV. This indicated that all
recombinant viruses did not contain host
range related gene of SpltNPV.
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Fig. 1. Length of DNA fragments of
recombinant virus containing foreign
insertion identified by PCR analysis.
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Table 1. Mortality of Spodoptera litura 1st

instar infected with different

recombinant viruses
NPV Mortality (%) S.D.
AcMNPV 157 + 497 ™
vACBb 2446 + 610 *
VACBSIEO 2650 + 592 @
VACBSIEP 337+ 278
VACBSIEQ 394 + 116
VACBSIES, 26.18 + 13.71 @
VACBSIET, 781+ 232
VACBSIEU, 491 + 128
VACBSIEU, 2346 + 530 @
VACBSIEU, 1360 + 3.08 “
VACBSIEV, 474 + 348 ™
VACBSIEV,, 6.05+ 218
H,0 0 '

Means followed by different letters within
a column are significantly different at
P<0.05

DNA
SpltNPV
ACMNPV

DNA

1996

193-202
1998

18: 273-283
1995

35: 393-400
1997

17: 209-225
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