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Abstract

Saphylococcus aureus is recognized as
one of the most important nosocomial
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pathogens. Methicillin-resistant S aureus
(MRSA) has been a serious problem since
1980s in Tawan. The resistance to
methicillin is mostly due to an additiona
large  DNA cassette (the staphylococcal
cassette chromosome mec, or SCCmec)
inserted in the chromosome. We collected
147 MRSA isolates (1998 to 2002) which
were isolated from Nationa Taiwan
University Hospital. Three maor parts were
studied. The first part is strain typing by
AP-PCR and pulsed field gel electrophoresis.
The primers used in AP-PCR include M13,
ERIC Il and 1S256. The second part is to
determine the molecular polymorphism of
upstream region of SCCmec element
including mecR1 and mecl genes. The third
part is to analyze the polymorphism of
downstream region by Clal-digested
hybridization patterns with mecA gene as
probe. The results reveaed that the presence
or absence of mecRl was correlated with
levels of resistance. Molecular typing of
MRSA isolates by AP-PCR and PFGE
showed that the clona spread was observed
for some high-level resistant MRSA isolates.
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(IIT) Clal restriction pattern using mecA as

probe
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Tablel. Correlation of Mecl, MecR1, and
oxacillin MIC
MIC( « |No. offMecI |Mecl [MecR1|MecR1
g/ml) |isolates|type 1 |type 2 deletion
256 &9 &1 3 84 4
128 11 8 0 & 3
64 7 3 0 3 4
32 7 0 0 0 7
16 15 0 0 0 15
& 10 0 0 0 10
4 8 0 0 0 8
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(1) Straintyping: = = = o
(2) Upstream region of SCCmec: ¢ %= = o
(3) Downstram region of SCCmec: © = =
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