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Abstract

In Taiwan, many important plant diseases such as peanut witches broom
(PNWB), sweetpotato witches broom, rice yellow dwarf were caused by
phytoplasmas, former mycoplasmalike organisms (MLOs). Up to now, the
phytopathogenic phytoplasmas still resist to be cultured in any available media.  It's



aso very difficult to purify phytoplasmas from affected plants without the
contamination of plant antigens. The biologicad and biochemical data of
phytoplasmas are also next to nothing. In our lab, many diagnostic monoclonal
antibodies and nucleic acid probe have been developed and applied for disease
detection recently. = We are aso currently working on the cloning and
characterization of the DNA polymerase, elongation factor, and ribosomal RNA genes
of phytoplasmas. In this study, the gene responsible for the Sigma factor of RNA
polymerase of peanut witches broom phytoplasma will be cloned and analyzed.
PCR-amplified Sigma factor gene fragment will be applied as a probe in the screening
of the genomic library of peanut witches broom. The proposed study will be
accomplished in two years. In thefirst year (1998/8-present), the genomic library of
PNWB-phytoplasma was constructed in lambda vector. DNA fragment of sigma
factor gene was amplified by PCR using primers designed based on the conserved
sequences of various organisms. The PCR-amplified fragment was cloned and
amplified as a probe for the screening of the library.
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