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Abstract

The waxylocus of cereals determines
the amylose content in endosperm of
developing grain. It encodes the starch
granule-bound starch synthase (GBSS),
which forms straight chain polymer amylose.
The proportion of amylose and amylopectin
content in cereal endosperm starch isamajor
determinant of cooking and industrial
qualities. Thisrequired proportion can not



be adjusted by adding amylose externally to
the original starch. Therefore, the unique
line with specific amylose content is
searching for urgently by the plant breeders.
In our previous studies we had emphasized

on the enzymes which are linked to this traits.

We had aready sequenced the cDNAS of
GBSS, soluble starch synthase (SSS) and
branching enzyme of sorghum grains. In
this proposed work, we will further sequence
the cDNAs of sorghum debranching enzyme
and ADPG pyrophosphorylase.  And then
we will go on the studies on
post-trangational modification of these
starch proteins.
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