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Abstract

We use TILLING in Waxy gene
from TRIM 9Taiwan Induced Insertion
Mutants) population, in order to
characterize the frequency and type of
somaclonal variation. We also use
TILLING to detect SNPs (single
nucleotide polymorphism) in Waxy gene
between Tainung and Nipponbare
cultivars.

There are ancient rice seeds found
out at several archeological sites in
South, Central and North part of Taiwan.
We used the rice seeds from the
archaeological sites in the Tainan
Science-based Industrial Park in
Southern Taiwan and in Taichung in
Central Taiwan. The estimated age of
these seeds is around from 400 to 5000
years. We are planning to research on
the following subjects by measuring the
width, thickness, and length of hundreds
of rice seeds, including the ancient seeds
and seeds of several modern varieties -
(1)the history of the rice agriculture in
Taiwan (2)the domestication and
differentiation of the rice, the favorite
rice of the ancient people (3)the origin
and the evolution of the rice agriculture.

Besides, the research will produce the



data which might be useful for the
archaeologists to find out how the
ancient people developed from hunting

culture to agriculture.

Keywords: Rice (Oryza sativa),
Yellow endosperm, waxy and

semi-waxy mutants, carbonized rice.
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